10498-00067 .ST25 
SEQUENCE LISTING 

<110> Ayad, Nagi 

Kirschner, Marc 

<120> NOVEL CELL CYCLE GENES REQUIRED FOR MITOTIC ENTRY 

<130> 10498-00067 

<150> 60/459,788 
<151> 2003-04-02 

<160> 7 

<170> Patentln version 3.1 

<210> 1 

<211> 266 

<212> PRT 

<213> Mus musculus 

<400> 1 

Met Gly Ser Thr Gin Ser Val Ser Gly Thr Pro Ala Arg Pro Leu Pro 
15 10 15 

Arg Asn Lys Gin Val Ala Arg Val Ala Asp Pro Arg Ser Pro Ser Ala 
20 25 30 

Gly lie Gin Arg Thr Pro lie Gin Val Glu Ser Ser Pro Gin Pro Ser 
35 40 45 

Leu Pro Ala Glu Gin Leu Asn Gly Leu Lys Gin Ala Gin Asp Pro Asp 
50 55 60 
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Pro Arg Ser Pro Thr Leu Gly lie Ala Arg Thr Pro Met Lys lie Ser 
65 70 75 80 



Gly Pro Asp Pro Gin Cys Ser Leu Val Lys Glu Leu Ser Glu Val Leu 
85 90 95 



Glu Thr Glu Ala Ser Glu Ser lie Ser Ser Pro Glu Leu Ala Leu Pro 
100 105 110 



Arg Glu Thr Pro Leu Phe Tyr Asp Leu Asp Leu Ser Ser Asp Pro Gin 
115 120 125 



Leu Ser Pro Glu Asp Gin Leu Leu Pro Trp Ser Gin Ala Glu Leu Asp 
130 * 135 140 



Pro Lys Gin Val Phe Thr Lys Glu Glu Ala Lys Gin Ser Ala Glu Thr 
145 150 155 160 



lie Ala Ala Ser Gin Asn Ser Asp Lys Pro Ser Arg Asp Pro Glu Thr 
165 170 175 



Pro Gin Ser Ser Gly Ser Lys Arg Ser Arg Arg Lys Ala Asn Ser Lys 
180 " ' 185 " 190 



Val Leu Gly Arg Ser Pro Leu Thr lie Leu Gin Asp Asp Asn Ser Pro 
195 200 205 



Gly Thr Leu Thr Leu Arg Gin Gly Lys Arg Pro Ser Ala Leu Ser Glu 
210 " 215 220 



Asn Val Lys Asp Leu Lys Glu Gly Val Val Leu Gly Thr Gly Arg Phe 
225 ' 230 "* 235 240 



Leu Lys Ala Gly Gly Gly Ala Arg Glu Pro Asn Gin Asp His Asp Lys 
245 250 255 



Glu Asn Gin His Phe Ala Leu Leu Glu Ser 
260 265 



<210> 2 
<211> 268 
<212> PRT 
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<213> Homo sapiens 
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<400> 2 

Met Gly Ser Ala Lys Ser Val Pro Val Thr Pro Ala Arg Pro Pro Pro 
15 10 15 



His Asn Lys His Leu Ala Arg Val Ala Asp Pro Arg Ser Pro Ser Ala 
20 25 30 



Gly lie Leu Arg Thr Pro lie Gin Val Glu Ser Ser Pro Gin Pro Gly 
35 40 45 



Leu Pro Ala Gly Glu Gin Leu Glu Gly Leu Lys His Ala Gin Asp Ser 
50 55 60 



Asp Pro Arg Ser Pro Thr Leu Gly lie Ala Arg Thr Pro Met Lys Thr 
65 70 J 75 80 



Ser Ser Gly Asp Pro Pro Ser Pro Leu Val Lys Gin Leu Ser Glu Val 
85 90 95 



Phe Glu Thr Glu Asp Ser Lys Ser Asn Leu Pro Pro Glu Pro Val Leu 
100 105 110 



Pro Pro Glu Ala Pro Leu Ser Ser Glu Leu Asp Leu Pro Leu Gly Thr 
115 120 125 



Gin Leu Ser Val Glu Glu Gin Met Pro Pro Trp Asn Gin Thr Glu Phe 
130 135 ~ 140 



Pro Ser Lys Gin Val Phe Ser Lys Glu Glu Ala Arg Gin Pro Thr Glu 
145 150 155 160 



Thr Pro Val Ala Ser Gin Ser Ser Asp Lys Pro Ser Arg Asp Pro Glu 
165 170 175 



Thr Pro Arg Ser Ser Gly Ser Met Arg Asn Arg Trp Lys Pro Asn Ser 
180 185 " 190 



Ser Lys Val Leu Gly Arg Ser Pro Leu Thr lie Leu Gin Asp Asp Asn 
195 200 205 



Ser Pro Gly Thr Leu Thr Leu Arg Gin Gly Lys Arg Pro Ser Pro Leu 
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210 



215 
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220 



Ser Glu Asn Val Ser Glu Leu Lys Glu Gly Ala lie Leu Gly Thr Gly 
225 230 235 240 



Arg Leu Leu Lys Thr Gly Gly Arg Ala Trp Glu Gin Gly Gin Asp His 
245 250 255 



Asp Lys Glu Asn Gin His Phe Pro Leu Val Glu Ser 
260 265 



<210> 3 

<211> 363 

<212> PRT 

<213> Xenopus laevis 

<400> 3 

Met Gly Ser Ala Glu Ser Lys Ala Gin Val Thr Pro Ser Arg Pro Leu 
1 5 10 15 



Arg Asn His Leu Leu Ser Arg Val Asn Asp Pro Arg Ser Pro Thr Ser 
20 25 30 



Gly lie Pro Arg Thr Pro lie Glu Val Gly Glu Ser Pro Arg Asn Thr 
35 40 45 



Pro Gin Thr Val Lys Glu Glu Glu Glu Glu lie Pro Asp Ser Pro Glu 
50 55 60 



lie Phe Asp Pro Arg Ser Pro Thr Asn Gly He Thr Arg Thr Pro Leu 
65 70 75 80 



Arg Pro Pro He His Ala Val Leu Asn Asn Leu Ala Lys Gin Leu Ser 
85 90 95 



Glu Val Phe Val Ala Glu Asp Ser Ser Thr Glu Gly Gly Pro Leu Gly 
100 105 110 



Phe Thr Gly Pro Glu Ala Thr Asn Leu Glu Arg Gin Val Val Glu Ser 
115 120 " 125 
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Gin Thr Ala Pro Pro Ala Gly Glu His Val Asn Asp His Glu Val Glu 
130 135 140 



Pro Ser Val Glu Lys Ala Glu Thr Gin lie Asp Leu Glu Val Cys Pro 
145 150 155 160 



Gly Val Glu Lys Val Lys Ser Pro lie Ala Glu Met Leu Glu Thr Leu 
165 170 175 



Asn Asp Gin Glu Glu Ser Pro lie Ala Glu Thr Leu Glu Thr Met Asn 
180 185 190 



Asp Gin Glu Glu Ser Pro lie Ala Glu Thr Met Asn Asp Gin Glu Glu 
195 200 205 



Ser Pro lie Ala Glu Thr Leu Glu Asn Leu Asn Asp Gin Ala Glu Ser 
210 215 220 



Pro lie Ala Glu Thr Leu Glu Asn Leu Asn Asp Gin Ala Glu Ser Pro 
225 230 235 240 



lie Ala Glu Met Leu Asp Thr Leu Asn Asp Gin Glu Pro Val Ala Val 
245 250 255 



Ala Gin Ser Val Val Ser Thr Glu Ser Thr Gin Ala Thr Gly Gin Gin 
260 265 270 



Gin Lys Thr Arg Gly Lys Ser Pro Arg Ser Ser Gly Val Lys Asn Val 
275 280 ~ 285 



Arg Gin Arg Pro Arg Lys Ala Leu Leu Ser Ser Ser Ser Gly Arg Ser 
290 ~ 295 300 



Pro Leu Arg lie Leu Gin Glu Asp Asn Ser Pro Asn Thr Asn Thr Gin 
305 310 315 320 



His Arg Gin Ala Lys Lys Leu Ser Phe Gin Ser Glu Pro Ala Leu Pro 
325 330 335 



His Arg Ala Leu Lys lie Ser His Pro Asn Trp Glu Ser Ser Leu Asn 
340 345 350 



Lys Glu Asn Ala Glu Tyr Gly His Ser Asn Ser 
355 360 
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<210> 4 

<211> 1426 

<212> DNA 

<213> Mus musculus 



<400> 4 



gctctagctg 


gtgttcgggc 


agaggtcgag 


ctggggcccg 


ccgggcccgt 


ccccagcccc 


60 


agtggagatg 


ggttcgactc 


agagcgtctc 


aggcactcca 


gcacggcctc 


tgccacgcaa 


120 


caagcaagtg 


gctcgagtag 


cagaccctcg 


ttcacctagt 


gctggcatcc 


agcgcactcc 


180 


tattcaggta 


gagagctctc 


cacagccaag 


cctaccagca 


gaacagctga 


acggtctcaa 


240 


acaggcacaa 


gacccagatc 


cccgctctcc 


tactcttggc 


attgcacgga 


cacccatgaa 


300 


gatcagtggt 


ccagaccctc 


agtgctcact 


ggtgaaagag 


ctgagcgaag 


tattggagac 


360 


agaagcgtcg 


gaatcgattt 


cctccccaga 


gcttgctctg 


ccccgggaaa 


cgcctttatt 


420 


ttatgacctg 


gacctgtctt 


cagatcctca 


gttatcccct 


gaggaccagt 


tactgccttg 


480 


gagccaggct 


gaactcgatc 


ccaaacaggt 


gtttaccaag 


gaggaagcca 


aacaatccgc 


540 


agaaactata 


gctgccagcc 


agaactcaga 


caagccctcc 


agagacccag 


agactcccca 


600 


gtcctcaggt 


tctaagcgca 


gcagacgaaa 


agcaaacagc 


aaggttctag 


ggaggtcccc 


660 


tctcaccatc 


ctgcaggatg 


acaactcccc 


tgggaccttg 


acactacgac 


agggtaagcg 


720 


gccttctgcc 


ctcagtgaga 


acgttaagga 


cctaaaggaa 


ggagtcgttc 


ttggaactgg 


780 


aagatttctc 


aaagctggag 


gaggagcacg 


ggagccaaac 


caggaccacg 


acaaggaaaa 


840 


tcagcatttt 


gccttgttgg 


agagctaggg 


ctgtgctgga 


gtcatcccca 


agggcaccaa 


900 


agaaagccct 


gttctgattc 


ctctcaggca 


ccaactctgg 


tacttggaca 


tcgttctttt 


960 


aaaatgtttt 


atgtgtttcc 


tgtatattaa 


agtagatgat 


tttaaatgat 


gctttaagaa 


1020 


gttagagcaa 


agctacaccg 


ggtcttgtgt 


gtatagaatg 


gcatcctagg 


ggcctgtgag 


1080 


acctggatag 


atctctctcc 


tgccacttct 


gagcctcctt 


tatgtagctt 


aagctttgat 


1140 


gtccccagag 


ctctgccttt 


ggccctcttc 


acttcttgtt 


tgggtttagc 


tattgcttac 


1200 


ctgcttgtaa 


tttccaggtc 


cccctctcga 


cataaacact 


caacgttagt 


tcccctaaaa 


1260 


taagattcat 


gatctttccc 


tcattgccta 


cgcctctccc 


tgtggctggg 


gaaaggtggt 


1320 


catctcctag 


ctactcaagc 


ctaagcctcg 


gctttgggca 


tcatattgaa 


catgacgtgt 


1380 


ctgtgaggtt 


gtcactaggg 


cctggtgatt 


atatattctt 


gtcgtc 




1426 
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<210> 5 

<211> 1139 

<212> DNA 

<213> Homo sapiens 



<400> 5 



/~» ft 3 /T /*» 4— /-r 

ccacgagcug 


4- 4- 4- <~r /-« 3 4- /—« /-« 


dy dy y L.y y dd 


L-L.yyyyL.L-cy 




cucyL-cccyy 


fin 


gc tggccc lX 


gcccccaccc 


4— /-» yi o o /-< +~ /"< /■< 
U^CadCLCCL 


fl 4™ 4— /-» 3 4" f-* 

yy l. cydy dcy 


yy L- tcdyLLd 


a na /~r 4- C* t~* r~* 

dy dy cy lccc 


1 on 

1ZU 


agtca.ca.cca 


gcgcggcc tc 


cgccgcacaa 


caagcatc eg 


gcucgagegg 


f< /~r r~i ?h i~* /-* r~* /~t 

cyy dcccccy 


i fin 


cccacc cage 


gceggcaecc 


egegcac tec 


CdLCCdygty 


ydydyccccc 


CdCdyccdyy 


9 a n 

Z fi U 


cceaccagca 


gggy agcaac 


cy gayy y tc c 


CdddCdCyCC 


ca.yyd.CL.cciy 


dLCCCCyCLC 




^ ^ r5 +• ^ 4* 4~ 


y y Lat. tgcaC 


ggacaCCLaL 


yddydecdye 


dy cyydy dec 


CCCCddy ccc 


^ fi n 


ac eggegaaa 


cage e gag eg 


^ s*v4- *-\ 4~ 4~ 4~ /*«r 

ddy LaLLLyd 


ddCCyddydC 


CCtaadlCad 


aLCLLCCCCC 


*± z u 


agagccegee 


cegcccccag 


^» /— t/t /•■» /-» /"« 4- 4— 4- 

aygcac c ict 


?a 4- /-» 4- 4- /^i 4- /^r ~s ^ 

dt-CUUCtgdd 


ccgydc l eye 


c eccyyy udc 


a fi n 
ft 0 u 


ccagttatct 


gttgaggaac 


agatgccacc 


ttggaaccag 


actgagttcc 


cctccaaaca 


540 


ggtgttttcc 


aaggaggaag 


caagacagcc 


cacagaaacc 


cctgtggcca 


gccagagctc 


600 


cgacaagccc 


tcaagggacc 


ctgagactcc 


cagatcttca 


ggttctatgc 


gcaatagatg 


660 


gaaaccaaac 


agcagcaagg 


tactagggag 


atcccccctc 


accatcctgc 


aggatgacaa 


720 


ctcccctggc 


accctgacac 


tacgacaggg 


taageggect 


tcacccctaa 


gtgaaaatgt 


780 


tagtgaacta 


aaggaaggag 


ccattcttgg 


aactggacga 


cttctgaaaa 


ctggaggacg 


840 


agcatgggag 


caaggecagg 


accatgacaa 


ggaaaatcag 


cactttccct 


tggtggagag 


900 


ctaggccctg 


catggcccca 


geaatgeagt 


cacccagggc 


ctggtgatat 


ctgtgtcctc 


960 


tcaccccttc 


tttcccaggg 


atactgagga 


atggcttgtt 


ttcttagact 


cctcctcagc 


1020 


taccaaactg 


ggactcacag 


ctttattggg 


ctttctttgt 


gtcttgtgtg 


tttcttttat 


1080 


attaaaggaa 


gtaattttaa 


atgttacttt 


aaaaaggtaa 


aaaaaaaaaa 


aaaaaaaaa 


1139 



<210> 6 
<211> 822 
<212> DNA 

<213> Xenopus laevis 
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<220> 

<221> misc_f eature 

<222> (720) . . (720) 

<223> wherein n is g, a, t or c 

<220> 

<221> misc_f eature 

<222> (733) . . (733) 

<223> wherein n is g, a, t or c 



<400> 6 

ccacgcgtcc ggcccgccgg gccccgtccc cagccccagt ggagatgggt tcgactcaga 60 

gcgtctcagg cactccagca cggcctctgc cacgcaacaa gcaagtggct cgagtagcag 120 

accctcgttc acctagtgct ggcatccagc gcactcctat tcaggtagag agctctccac 180 

agccaagcct accagcagaa cagctgaacg gtctcaaaca ggcacaagac ccagatcccc 240 

gctctcctac tcttggcatt gcacggacac ccatgaagat cagtggtcca gaccctcagt 300 

gctcactggt gaaagagctg agcgaagtat tggagacaga agcgtcggaa tcgatttcct 360 

ccccagagct tgctctgccc cgggaaacgc ctttatttta tgacctggac ctgtcttcag 420 

atcctcagtt atcccctgag gaccagttac tgccttggag ccaggctgaa ctcgatccca 480 

aacaggtgtt taccaaggag gaagccaaac aatccgcaga aactatagct gccagccaga 540 

actcagacaa gccctccaga gacccagaga ctccccagtc ctcaggttct aagcgcagca 600 

gacgaaaagc aaacagcaag gttctaggga ggtcccctct cacatcctgc agatgacact 660 

cccctgggac ttgacctacg acaggtagcg gcctctgcct catgagacgt taagactaan 72 0 

gaagatcgtc tgnactggag atctcagctg agagagccga gccacagaca cacagaatca 780 

cttgctgtga actagtggcg attccagcca gagcttcatc tc 822 

<210> 7 
<211> 17 
<212> PRT 



Page 8 



<213> 



Artificial Sequence 
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<220> 

<223> synthetic peptide used as internal standard 
<220> 

<221> MOD_RES 

<222> (8) . . (8) 

< 2 2 3 > PHOS PHOR YLAT I ON 

<220> 

<221> MIS COFEATURE 

<223> 13Cx6 labeled 

<400> 7 

Asn Glu Gly Pro Gin Lys Gly Ser Pro Val Ser Ser Trp Arg Thr Asn 
15 10 15 

Asn 
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